Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.042; wR factor = 0.117; data-to-parameter ratio = 32.1.
In the title compound (systematic name: 2-{4- [3-(5H-dibenz-[b,f] azepin-5-yl)propyl]piperazin-1-yl}ethanol), C 23 H 29 N 3 O, the 5H-dibenz [b,f ] azepine and piperazine rings adopt boat and chair conformations, respectively, and the overall shape of the fused ring part of the molecule is a butterfly. In the crystal, O-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds link the molecules into a layer parallel to the bc plane.
Related literature
For the application of opipramol, see: Moller et al. (2001) . For related structures, see: Jasinski et al. (2010) ; Nagaraj et al. (2005) . For ring conformations, see: Cremer & Pople (1975) . For bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 f] azepin-5-yl)propyl]-1-piperazinethanol] is an antidepressant and anxiolytic typically used in the treatment of generalized anxiety disorder (Moller et al., 2001) . Opipramol is a tricyclic compound with no reuptake-inhibiting properties. However, it has pronounced D2-, 5-HT2-, and H1-blocking potential and high affinity to sigma receptors (sigma-1 and sigma-2). The crystal structure studies of opipramol dipicrate is reported (Jasinski et al., 2010) . In view of the importance of the title compound, C 23 H 29 N 3 O, the crystal structure is reported.
In the title compound ( Fig. 1) , the seven-membered, 5H-dibenz[b,f]azepine ring (N1/C1/C6-C9/C14) adopts a boat conformation (Cremer & Pople, 1975) and the overall molecular shape is that of a butterfly (Nagaraj et al., 2005) whereas the piperazine ring (N2/C18/C19/N3/C20/C21) adopts a chair conformation (Cremer & Pople, 1975) with the puckering parameters, Q = 0.5934 (8) Å, Θ = 177.94 (8)°, φ = 305.8 (18)°. The torsion angle between the 5H-dibenz[b,f]azepine and the piperazine rings, N1-C15-C16-C17 is 61.73 (8)°. Bond lengths (Allen et al., 1987) and angles are within the normal ranges.
In the crystal packing ( Fig. 2) , intermolecular O1-H1O1···N2 and C5-H5A···O1 hydrogen bonds link the molecules into layers parallel to the bc plane.
Experimental
The title compound was obtained as a gift sample from R. L. Fine Chem. Ltd., Bangalore, India. The compound was recrystallized from acetone (m. p. 373-374 K).
Refinement
H1O1 was located from a difference map and was refined freely [O-H = 0.896 (16) Å]. The remaining H atoms were positioned geometrically (C-H = 0.95 or 0.99 Å) and refined with a riding model with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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